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heavy-chain binding protein (BiP), 387:897 

HEK-293 cell, 387:195 

helicase, 389:541 

Helicobacter pylori, 390:223 

a-helix, 392:47 
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intercellular adhesion molecule-1 (ICAM-1), 
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iododiflunisal, 388:615 

ion channel, 387:211, 392:375 
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IR spectroscopy, 387:747 
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iron-sulphur centre, 388:501 

iron—sulphur cluster, 389:797 

iron transport, 390:437 
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laminin-like globular domain, 387:727 
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lysophosphatidy Icholine, : 387:617, 391:317 

lysosomal degradation, 387:39 

lysosomal storage jn. 389:619 
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Monte Carlo simulation, 387:807 
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mortalin/mitochondrial Hsp70, 391:185 
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mRNA stability, 387:763 

mRNA targeting, 387:419 
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387:695, 387:905, 389:383, : 

MSK2, 387:507 
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mutation, 386:153, 390:447 

mutational analysis, 391:417 
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Mycobacterium, 387:41 1 

Mycobacterium leprae, 387:54 

Mycobacterium tuberculosis, 3 

myelin, 388:245 
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myelomonocytic cells, 387:531 

myeloperoxidase, 388:205, 391:125 

myoblast, 385:309 
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(MERRF), 387:773 
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myoglobin, 389:497 
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myosin light-chain phosphatase, 389:763, 
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myosin phosphorylation, 392:641 

myotube, 385:309 

myricetin, 386:47 | 

myristoylation, 387:17, 388:827 

Myrothamnus flabellifolius, 385:301 

MZF-1, 386:191 


NAD*, 389:853 

NADH, 385:75, 385:763 

NADH kinase (NADHK, ATP:NADH 
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NADH-quinane oxidoreductase-1 (NDH-1) 
complex, 390:513 

NADH:ubiquinone oxidoreductase, 387:677 

NAD* kinase (NADK), 385:217 

NADPH, 385:75, 385:763 

NAD(P)H dehydrogenase, 390:513 

NADPH oxidase, 385:649, 386:255, 386:401, 
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Na*-—K*-2Cl- co-transporter-1 (NKCC1), 
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NapC/NirT family, 390:689 

naringin, 386:237 

necrosis, 387:47 

neuronal differentiation, 388:941 

Nedd8, 389:307 

negative co-operativity, 391:641 

Neisseria gonorrhoeae, 388:545 

nematode, 388:151, 390:207 

Nepl, 389:307 

neprilysin, 386:357 

nerve growth factor (NGF), 387:155 
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neurite outgrowth inhibitor protein, 391:433 

neuroblastoma, 385:545 

neuroblastoma cell, 388:941 

neuroblastoma cell line, 386:63 

neurodegeneration, 386:e5, 392:675 

neurodegenerative disorder, 392:309 

neuron, 386:63, 388:929, 392:389 
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neuronal death-induced protein kinase, 
386:113 

neuronal survival, 385:685 

neurotransmitter transporter family, 386:417 
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neutrophil elastase, 392:703 
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388:545, 389:315, 389:821, 391:581, 
390:625 

nitric oxide synthase, 386:567, 389:315 

nitrobenzylthioinosine, 386:28 1 
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nitrophenethyl bromide, 388:387 
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Nogo, 385:125 

noise transmission, 387:77 
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nuclear hormone receptor, 388:509 
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nuclease, 389:355 
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nucleoside transporter, 386:28 1 
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O-antigen, 389:137 

obesity, 385:715, 387:343, 388:895 

occludin, 387:553 

octameric mitochondrial creatine kinase, 385:445 

octopressin, 387:85 
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oil synthesis, 387:617 
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oligosaccharide structure, 390:303 
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opiate receptor, 386:341 
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oxidation, 391:125 

oxidative burst, 399:591 
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parasite, 389:269, 390:68 | 
parathyroid hormone, 392: 
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PAZ Piwi domain protein (PPD protein), 387:561 
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PEA3, 386:35 
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pentose biosynthesis, 391:409 
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peptide conformation, 391:215 

peptide isomerase, 391:215 

peptide N-glycosidase F (PNGase F), 391:491 
peptide substrate, 390:293 

peptide synthesis, 385:95 
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permeability transition pore, 386:73 
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peroxisomal membrane protein, 389:717 
peroxisomal targeting signal | (PTS1), 391:105 
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peroxisome-proliferator-activated receptor 
(PPAR), 389:913, 392:313 

peroxisome-proliferator-activated receptor 
(PPARq@), 385:469, 386:575, 389:413 

peroxisome-proliferator-activated receptor y 
(PPARy ), 385:823, 391:693 

peroxisome-proliferator-activated receptor y 
co-activator la (PGC-la). 389:47 

peroxyl radical, 392:693 

peroxynitrite, 389:233, 389:315 

p53 function, 391:185 

P-glycoprotein, 388:563, 389:517 

PH profile, 386:315 

phage display, 387:411, 388:889 

phage T5, 389:869 

phagocytic cell, 390:591 

phagocytosis, 386:271 

Phase 2 detoxification enzyme, 388:65 
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pH-dependence, 386:263 
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pheromone, 391:343 
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phosphatase 2A phosphatase activator (PTPA), 
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phosphate binding, 389:297 
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phosphatidylcholine, 392:449 

phosphatidylcholine transfer protein, 388:57 

phosphatidylglycerolphosphate synthase, 
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3-phosphoinositide-dependent kinase | (PDK 1), 
388:573, 385:639, 387:507 
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phospholipase D (PLD), 389:207, 389:241, 
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photodynamic therapy, 392:325 
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rylophilus) 
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Plasmodium falciparum histidine-rich protein I] 
(PfHRP II), 385:409 

platelet, 386:271, 387:685, 387:727, 387:849, 
390:243 

platelet aggregation, 391:69 

platelet-derived growth factor (PDGF), 390:761 

platypus venom peptide, 391:215 

pleckstrin homology domain (PH domain), 


Pletrotus ostreatus, 386:387 

PMA, 388:527 

p38 MAPK (mitogen-activated protein kinase), 
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pneumococcal lysin, 391:41 

*'P-NMR, 387:807 

p75 neurotrophin receptor (p75*'®), 391:59 

polarity, 385:233 

pollen germination, 390:77 
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poly(ADP-ribose) glycohydrolase (PARG), 
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polyribosome profile, 389:843 
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porphyrin, 386:599 
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post-transcriptional regulation, 387:763, 388:227 

post-translational modification, 386:525, 
389:587, 391:449 
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Pre4, 388:593 
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pre-implantation development, 387:367 
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prenyltransferase, 386:169, 392:117 

presenilin, 387:377, 391:513 
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prion heterogeneity, 387:93 

prion protein (PrP), 387:247, 388:371, 392:211, 
392:309 


©) 2006 Biochemical Society 


prion-related protein (PrP), 390:563 
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389:775 

B-propeller domain, 391:285 

pro-Cls, 387:165 


processivity, 385:527, 390:169 

product-progression profile, 387:719 

product specificity, 386:169 
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389:223 

programmed cell death 5 (PDCDS), 392:47 

proinsulin, 391:29] 

prolactin, 390:665 
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387:859, 389:13 

proliferation, 390:57, 390:359 

proline, 386:315 
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proline-rich motif, 390:641 

prolyl hydroxylase, 390:189 

prolyl hydroxylase domain (PHD), 387:711 

prolyl oligopeptidase, 388:29, 392:675 
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promoter, 385:207, 386:63, 386:161, 387:119, 
387:175, 389:423, 391:613 

promoter analysis, 387:755, 387:879 

promoter regulation, 386:297, 386:505 

promyelocytic leukaemia protein (PML), 
392:271 

Pronase, 391:167 

prostacyclin receptor, 386:177 

prostaglandin, 385:57, 391:561 

prostaglandin E>, 385:737, 387:27 

prostaglandin F>, , 386:255 

prostaglandin F2a (PGF2a@), 390:761 

prostaglandin F,,, receptor, 388:317 

prostaglandin F2q@ receptor-regulatory protein 
(FPRP), 389:99 

prostaglandin H synthase-2 (PGHS-2), 385:815 

prostaglandin H synthase (PGH synthase), 
385:57 

prostate cancer, 388:967 

prostate secretory protein of 94 amino acids 
(PSP94), 385:105 

prostate-specific antigen (PSA), 387:447, 
391:699 

prostatic-specific acid phosphatase (PSAP), 
391:699 

protease, 385:755, 387:497 

protease-activated receptor-2 (PAR-2), 388:967 

protease inhibitor, 388:281 

proteasomal 19 S regulatory complex, 389:457 

proteasome, 385:545, 387:897, 388:593, 
388:647, 391:513, 392:271 

24p3 protein, 391:441 

14-3-3 protein, 391:383, 392:163, 390:67 

protein aggregate, 392:545 

protein arginine N-methyltransferase 3 
(PRMT3), 386:85 

protein arginine methyltransferase 5 (PRMTS), 
388:379 

proteinase 3C, 385:363 

protein biosensor, 385:589 

protein complex, 390:1, 392:457 

protein conformation, 386:395 

protein disulphide-isomerase, 391:351 

protein engineering, 392:485 

protein folding, 387:479, 387:789, 388:255, 
389:685, 389:885, 390:367 

protein glycosylation, 390: 105 

protein interaction, 385:21 

protein kinase, 385:695, 385:729, 388:705, 
389:389, 390:293, 391:17 


protein kinase A, 385:737 

protein kinase A activation, 388:803 
protein kinase B (Akt), 386:113 

protein kinase B (PKB), 385:399, 389:775, 

390:613 
protein kinase B/Akt, 385:795 
protein kinase C, 385:677, 390:729 
protein kinase C (PKC), 388:677, 390:729, 

392:163 
protein kinase Cé (PKCS), 390:761 
protein kinase C¢, 388:785 
protein kinase CK1, 391:417 
pSsPstRE protein kinase, 385:155 
protein MS, 390:105 
protein—nucleic acid interaction, 391:449 
protein phosphatase, 385:685, 391:359 
protein phosphatase-1, 390:709 
protein phosphatase 2A (PP2A), 386:93 
protein phosphatase-1! nuclear targetting subunit 

(PNUTS), 390:709 
protein phosphorylation, 387:147, 388:795, 

391:359 
protein radicals, 392:693 
protein repair, 388:795 
protein serine/threonine phosphatase 5 

(Ppp5/PP5), 385:45 
protein stability, 386:515, 388:39, 389:685 
protein stoichiometry, 386:145 
protein synthesis, 388:973, 391:291 
protein topology, 390:145 
protein transduction domain, 390:603 
protein translocation, 385:173 
protein transport, 385:755 
protein tyrosine phosphatase (PTP), 389:343 
protein—protein interaction, 385:803, 386:401, 

386:567, : 

391:105, 391:449, 392:135 
proteoglycan, 386:15, 386:227, 390:407 
proteoglycan synthesis, 389:723 
proteoliposome, 389:717, 390:769 
proteolysis, 387:497, 387:659, 388:81, 392:435, 

392:443 
proteolytic cascade, 390:125 
proteolytic cleavage, 389:739 
proteolytic processing, 387:93, 388:515 
proteome, 388:819 
proteomics, 388:e1, 388:7, 392:499 
Proteus mirabilis glutathione S-transferase B 1-1 

(PmGSTB1-1), 385:37 
prothrombin, 386:271, 387:871 
proton/amino acid transporter, 386:607 
proton current, 385:649 
proton leak, 392:353 
proton pump, 392:467 
protoporphyrinogen, 386:381 
Prp19, 388:593 
Prunus avium, 385:319 
PsbH, 388:159 
PsbW, 388:159 
P-selectin glycoprotein ligand-1 (PSGL-1), 

391:49] 
pseudohypoaldosteronism type II (PHAII), 

391:17, 391:e1 
Pseudomonas aeruginosa, 385:605, 385:667, 

388:879, 389:325 
PSMB4, 388:593 
PSP94-binding protein (PSPBP), 385:105 
P-type H* -ATPase, 392:467 
pufferfish (see Takifugu rubripes) 
pulmonary surfactant protein B (SP-B), 389:403 
pulse radiolysis, 392:693 


p53-up-regulated mediator of apoptosis 
(PUMA), 389:443 

purine salvage, 387:591 

Purkinje cell protein-2 (Pep2), 392:389 





putrescine, 392:335 

Pyk2, 388:17 

pyridoxal 5’-phosphate, 389:885 
pyroglutamyl-peptidase II inhibitor, 389:569 
pyroglutamyl-peptidase II (PPI), 389:569 
pyrophosphate, 389:717 

pyruvate dehydrogenase kinase, 387:147 


quality control, 390:367 

quercetin, 386:471 

quiescent cell proline dipeptidase (QPP), 
386:315 

quinone reductase, 385:279 

quinoprotein, 388:123 


Rab, 391:87 
Pab1 1, 389:223 


Rad, 390:67 

Rad51, 391:473 

Rad9—Rad1—Hus1! complex (9-1-1 complex), 
389:13 

radiation, 388:7 

Raf, 387:155 

raft, 389:99 

random mutagenesis, 385:575 

Rap1, 389:465 

5’ rapid amplification of cDNA ends (RACE), 
390:207 

rapid kinetics, 390:633 

Ras, 386:177, 388:445, 389: 1 

rat, 385:165 

rate constant, 392:693 

rat liver, 388:407 

reaction intermediate, 389:365 

reaction mechanism, 389:73 | 

reactive nitrogen species, 385:815, 391:191 

reactive oxygen species (ROS), 386:401, 
386:453, 387:47, 387:531, 388:93, 389:83, 
389:289, 390:377, 390:501, 391:191, 392:93 

reactive sulphur species, 389:233 

receptor desensitization, 385:677 

receptor internalization, 387:573 

receptor internalization and trafficking, 388:103 

receptor-mediated endocytosis, 387:39 

receptor phosphorylation, 385:677 

receptor tyrosine kinase, 387:727, 391:153, 
392:249 

receptor tyrosine kinase (RTK) specificity, 
392:417 

reciprocal regulation, 385:65 

recombinant protein expression, 386:103 

recombinant von Willebrand factor-A domain, 
389:863 

recombination activating gene 2 (RAG2), 389:91 

reconstitution, 390:169 

red fluorescent protein from Discosoma 
sp. (DsRed), 392:649 

redox activity, 385:409 

redox-active iron, 387:703 

redox metabolism, 388:669 

redox potential, 385:745 

red sea bream, 388:299 

redox signalling, 386:215, 389:785 

redox state, 392:399 

reducing-end labelling, 388:851 

reductive alkylation, 392:555 

refolding, 385:181, 391:335 

reggie-1, 392:29 

regulators of G-protein signalling (RGS), 385:65 

regulatory element, 388:763 

regulatory particle, 391:301 

RelA homodimer, 390:317 

relaxase, 387:401 


Rem2, 390:67 

renal tubular epithelial cells, 385:461, 387:609 

reperfusion, 390:377 

replication protein A hyperphosphorylation (RPA 
hyperphosphorylation), 391:473 

replication protein A (RPA), 391:473 

reproduction, 387:447 

reservosome, 392:467 

respiratory burst, 386:549 

respiratory chain, 387:677 

respiratory enzyme, 389:695 

resveratrol, 389:259 

RET, 387:817 

retaining mechanism, 387:437 

reticulocyte, 390:68 | 

reticulon (RTN), 385:125 

retina, 389:675 

retinal degeneration, 388:605 

retinitis pigmentosa, 388:605, 390:41 

retinoblastoma gene product, 385:685 

retinoic acid, 388:363, 388:941, 392:241 

retinoic acid response element (RARE), 
392:241 

retinoid, 388:363 

reverse transcriptase, 387:221 

reverse transcriptase—PCR (RT-PCR), 386:535 

RGD disintegrin, 387:57 

Rgt!, 388:697 

Rhesus family (Rh family), 391:33 

Rho, 386:201 

RhoA GTPase, 391:261 

Rho GDP-dissociation inhibitor (RhoGDI), 390:1 

Rho GTPase, 390: 1 

Rho-kinase (ROK), 386:201, 385:589 

ribokinase, 387:591 

ribose 5-phosphate, 388:795 

ribosomal protein, 385:289, 387:139 

ribosomal protein S2 (rpS2), 386:85 

ribosome, 386:85, 388:819, 389:843 

ribosome biogenesis, 385:289, 388:819 

ribulosamine/erythrulosamine 3-kinase, 388:795 

Rieske-type [2Fe-2S] cluster, 388:869 

RING finger, 388:647 

RING finger protein 2 (RNF2), 389:457 

RING motif, 389:457 

RINGO, 386:349 

RIPE3b, 392:181 

RNA binding, 385:363 

RNA-binding motif, 385:289 

RNA-binding protein, 387:763, 390:41 

RNA-induced silencing complex (RISC), 
387:561 

RNA interference (RNAi), 387:561, 388:573, 
389:423, 390:675, 390:e5, 391:425, 
391:503 

RNA secondary structure, 392:475 

RNA splicing, 389:403 

RNA stability, 3 

rough lipopolysaccharide, 391:115 

rRNA, 388:819 

RSC, 389:657 

RTP801 gene, 392:93 

ryanodine receptor, 385:803, 386:291, 387:905 

ryanodine receptor Ca** channel, 390:333 

ryanodine receptor (RyR), 387:429 


S6’, 389:457 

Saccharomyces cerevisiae, 385:265, 386:93, 
386:479, 387:77, 387:489, 387:649, 
387:889, 388:669, 388:697, 390:613, 
390:655, 391:311, 391:383, 392:537 

saliva, 389:111 

Salmonella typhimurium, 390:769 

salt bridge, 390:49 

SAMS peptide, 392:201 
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Sanfilippo type B, 388:639 
saposin C, 390:95 
saposin-like protein, 389:249 
sarcolemma, 387:309 
sarcolipin, 389:151 
sarcoplasmic/endoplasmic-reticulum 
Ca** -ATPase (SERCA), 389:151 
scaffold, 387:155 
scavenger receptor class B type I (SR-BI), 
387:455 
Schistocerca gregaria, 388:28 | 
Schizosaccharomyces pombe, 387:211 
SCO2 protein, 392:625 
scorpion toxin, 385:95, 388:263, 388:455 
screening test, 385:389 
Scs7p protein, 388:245 
SDS/PAGE, 388:803, 388:819 
sea urchin, 386:497 
second messenger, 391 :e7 
secondary structure, 385:511, 390:563, 391:41 
secretase, 389:161 
y-secretase, 385:545, 387:377, 391:513 
secretion, 385:347, 386:489, 389:117, 3 
secretory phospholipase A;, 391:383 
selectin, 391:49] 
selection pressure, 392:299 
selective reaction monitoring, 388:363 
selenium, 385:e5, 386:221 
selenium transport, 386:e5 
selenocysteine, 386:221 
selenoprotein, 386:e5 
selenoprotein P, 386:e5, 386:221 
semenogelin, 387:447 
seminal plasma, 387:447 
semiochemistry, 391:343 


senescence, 391:185 


89:803 


senescence evasion factor (SNEV), 388:593 
sensitivity analysis, 386:245 


septin, 385:347 

SERCA2b, 388:291 

serine esterase, 387: 165 

serine peptidase, 388:28 | 

serine phosphorylation, 388:713 

serine proteinase, 388:273 

serotonin (see 5-hydroxytryptamine) 

serotype conversion, 389:137 

serpin, 388:273, 390:231 

Serratia marcescens, 388:851 

serum albumin, 387:695 

seven-transmembrane domain protein, 385:243 

severe acute respiratory syndrome coronavirus E 
protein (SARS-CoV E protein), 392:135 

severe acute respiratory syndrome virus 
(SARS virus), 392:135 

SF-1, 389:19 

Sf9 cells, 392:665 

SGLT}, 385:485 

Sgs1, 391:325 

sheddase, 389:739 

shedding, 387:497 

Shigella, 389:137 

shikimate, 390:223 

short calcium-binding mitochondrial carrier 
(SCaMC), 392:537 

short-hairpin RNA (shRNA), 392:607 

SHP2, 391:143 

SH-SY5Y cell, 388:941 

sialidase, 390:85 

sialophorin, 387:377 

a2,8-sialyltransferase (ST8Sia), 392:665 

Sicl, 387:639 

sickle cell, 390:253 

signal peptide, 390:455 

signal recognition particle, 391:291 
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signal transduction, 385:197, 387:737, 388:185, 
389:1, 389:629, 390:641, 390:729 
signal transducer and activator of transcription 
(see STAT) 
signal-transducing adaptor molecule (STAM), 
389:629 
signalling, 391:e7, 392:13 
signalling network, 392:249 
signalosome, 389:307 
sildenafil, 388:333 
silencer, 391:613 
silkworm, 391:371 
simian virus 40 (SV40), 386:557 
simultaneous hydrolysis of two substrates, 
391:641 
single-chain avidin, 392:485 
single-molecule technique, 392:375 
single-particle tracking, 389: 1 
single-stranded DNA, 385:519 
single-stranded oligonucleotide, 390:253 
singlet oxygen, 389:197, 392:399 
site specificity, 390:293 
E7D,.909-419, 
, 387:591, 
, 388:741, 
392:519 


site-directed mutagenesis, - 
386:169, 386:227, : 
388:103, 388:115, 3 
388:949, 390:115, 

site-specific base, 390:253 

sitosterol, 391:389 

skate, 389:297 

skeletal muscle, 385:803, 388:905, 389:151, 
391:261 

Ski-related novel protein N (SnoN), 386:461 

slaty, 391:249 

SLCS, 392:655 

slc5a8, 388:309 

slow thrombin, 392:21 

Six, 391:325 

Smac/DIABLO (second mitochondrial activator 
of caspases/direct IAP binding protein with 
low pl), 385:11, 385:e1 

Smad activation domain (SAD), 386:e1 

Smad, 386:29, 386:461, 386:e1 

small-angle X-ray scattering, 387:401 

small bowel, 390:437 

small heat-shock protein, 388:475, 391:33 

small interfering RNA (siRNA), 3 
388:379, 388:573, 390:675, 390:e5 
391:143, 391:513 

small-intestine epithelial cell, 388:679 

small nuclear RNA (snRNA), 385:289 

small ubiquitin-related modifier (SUMO), 
386:325 

small ubiquitin-related modifier- 1 (SUMO1), 
392:271 


87:23¢ 


smooth muscle, 387:309 

snake venom metalloproteinase, 39 1:69 

SNARE complex, 385:347 

SNARE protein, 387:195 

sodium, 390:e1, 390:485, 392:21 

sodium channel, 388:455, 392:519 

sodium-coupled monocarboxylate transporter 
(SMCT), 388:309, 392:655 

sodium dependence, 388:309 

sodium—potassium—chloride co-transporter- | 
(see Na*—K*-2CIl* co-transporter- 1) 

Solanum tuberosum expoxide hydrolase 1 
(StEH1), 390:633 

B-solenoid, 387:479 

soluble guanylate cyclase, 385:769, 390:625 

soluble N-ethylmaleimide-sensitive fusion 
protein attachment protein receptor 
(SNARE), 388:75, 392:283 

solute carrier family 39 (zinc transporter), 
member 3 (SLC39A3), 390:777 

solution structure, 392:47 
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Southeast Asian ovalocytosis (SAO), 392:425 

Sox9-binding site, 389:705 

soya bean (see Glycine max) 

26 S proteasome, 391:301 

Sp1, 386:161, 388:325, 392:1 

SpI and Ets cis-elements, 385:433 

Sp3, 387:737 

specificity protein | (Sp1), 38 
389:423, 389:443, 392:5 


557, 386:297, 


5 
89 


> 
é 


spectrin repeat, 388:631 

spectroscopy, 390:573 

Speedy, 386:349 

sperm, 389:577 

sperm-associated antigen 9, 389:73 

spermatogenesis, 385:1, 386:357 

spermatozoa—egg interaction, 389:73 

spermidine/spermine N’ -acetyltransferase 
(SSAT), 386:543 

spermine, 391:77 

spermine oxidase [SMO(PAOh1)], 386:543 

sphingolipid, 388:169, 388:245, 388:827, 
390:263 

sphingolipid metabolism, 387:28 1 

sphingolipid synthesis, 387:519 

sphingolipidosis, 391:465 

sphingomyelinase, 386:445 

sphingomyelinase D, 391:317 

sphingomyelin synthase, 387:28 | 

sphingosine, 388:827, 391:77 

sphingosine |-phosphate (S1P), 389:187, 
391:25 

sphingosine |-phosphate receptor 4 
(SIP, rece .ur), 387:281, 389:187 

spider (see Loxosceles reclusa) 

spinal muscular atrophy, 385:433 

spindle, 386:1, 391:e5, 391:177 

spindle checkpoint, 389:307 

spindle midzone/midbody, 389:373 

splice variant, 385:57, 385:729, 387:119, 
389:647 

spliceosome, 388:593 

spot i4, 390:5 

Spred, 388:445 

Sprouty, 387:627, 388:445 

5.8 S rRNA, 387:139 

Src-homology-2-domain-containing phosphatase 
(SHP2), 388:17 

Src homology 3 domain (SH3 domain), 388:177, 
388:195, 390:641 

stable isotope, 389:383 

staphopain A, 385:181 

staphostatin A, 385:181 

starch, 385:355 

STAT, 388:17, 388:929, 390:359, 392:335 

statherin, 389:111 

stearoyl-CoA desaturase, 388:135 

Stenotrophomonas, 387:585 

sterile 2 alpha factor receptor protein (Ste2p), 
385:265 

steroid receptor, 391:449 

steroid sulphatase inhibitor, 385:715 

sterol esterification, 391:389 

sterol 27-hydroxylase (CYP27A1), 385:823 

sterol regulatory element-binding protein 
(SREBP), 385:787, 386:113, 386:161, 
389:413 

sterol regulatory element binding protein | 
(SREBP1), 392:633 

sterol-regulatory-element-binding protein Ic 
(SREBP- Ic), 385:207 

stoichiometry, 385:265 

stoned-B protein, 388:195 

stop-flow kinetics, 389:549 

stopped-flow fluorimetry, 391:33 


stopped-flow kinetics, 388:343 

store-operated calcium channel, 385:551 

store-operated calcium influx, 386:291 

store-operated current, 388:237 

Streptococcus pneumoniae, 389:63 

Streptomyces, 389:491 

streptozotocin, 385:165 

stress response, 385:255, 385:371, 392:145 

stress sensor, 391:135 

stroma, 387:669 

structural modelling, 388:29, 391:41 

structure, 390:e1 

structure determination, 388:263 

structure—function analysis, 385:243 

structure-function relationship, 387:817, 
388:317, 388:455 

subcellular distribution, 388:679 

subcellular localization, 388:47, 390:85, 
392:435 

submucosal gland secretion, 387:911 

substrate binding, 

substrate selectivity, 388:387, 386:169, 387:489, 
388:255, 390:125 

subunit assembly, 392:545 

subunit association, 388:435 

subunit fusion, 392:485 

a-subunit of eukaryotic initiation factor 2 
(elF-2@), 385:155 

subunit Rpn10/p54, 391:301 

Sulfolobus, 385:581, 387:859 

Sulfolobus solfataricus, 387:271 

sulphonyl radical, 389:233 

sulphotransferase, 385:451, 389:383, 391:77 

SUMO-specific proteases, 386:325 

sumoylation, 386:325 

superactivation, 386:341 

superoxide anion, 387:203, 390:591 

superoxide, 389:315 

superoxide dismutase (SOD), 387:203, : 
392:309 

suppressor of cytokine signalling (SOCS), 
387:737 

SURF1, 392:625 

surface binding, 390:157 

surface catalysis, 390:157 

surface plasmon resonance (SPR), 385:363, 
389:665, 390:475, 391:659 

surface plasmon resonance, 387:639, 390:177 

surface rheology, 389:111 

surfactant protein A (SP-A), 391:115 

survival factor, 391:441 

survival motor neuron gene, 385:433 

switching/sucrose non-fermenting (SWI/SNF), 
389:657 

synaptic vesicle, 391:659 

synaptobrevin, 388:75, 391:659 

synaptosome-associated protein of 25 kDa 
(SNAP-25), 388:75 

synaptotagmin-like protein, 391:699 

syncollin, 385:721 

syntaxin, 387:195, 388:75, 392:283 


systems biology, 392:249 


3T3-L1 adipocyte, 388:959 
tafazzin, 387:617 

Takifugu rubripes, 388:745, 390:777, 392:153 
tandem MS, 387:185 

tankyrase, 391:177, 391:e5 

Tap42, 386:93 

targeting, 386:381, 390:1 

target of rapamycin (TOR), 386:93 
Tar receptor, 385:29 

TATA-less promoter, 387:367 

Tat peptide, 390:407 

taurine, 389:233 





Tax protein, 392:231 

aT3-1 cells, 392:601 

T-cell apoptosis, 392:135 

T-cell receptor, 391:153 

T-cell receptor signalling, :379 

Tc80 proteinase, 388:29 

TEAD (TEF-1, TECI, ABBA domain), 
388:217 

TEB4, 388:647 

telomerase, 390:169 

telomere, 390: 169 

telophase, 390:709 

temperature regulation, 391:203 

terpene, 392:117 

Tes, 388:631 

testes, 386:357, 389:577 

testicular protein kinase (TESK), 387:627 

tetrahydrobiopterin, 391:541 

tetrahydropterin, 392:583 

tetrakis(3-aminopropyl)ammonium, 388:427 

tetrameric intermediate, 391:589 

tetraspanin-enriched microdomain (TEM), 
389:99 

B-thalassaemia, 390:253 

thale cress (see Arabidopsis thaliana) 

therapeutic drug delivery, 390:407 

Tetraodon nigroviridis, 388:745 

thermal denaturation, 388:427 

thermal stability, 386:599, 389:899 

thermoacidophilic archaeon, 387:271 

thermodynamics, 385:479, 389:325 

Thermus thermophilus, 388:427 

thiazolidinedione, 389:913 

thimet oligopeptidase, 388:255 

thin filament, 386:145 

thiol-disulphide interchange, 389:549 

thiol reactivity, 391:95 


thiolation-mediated maleimide chemistry, 
392:555 


thioredoxin, 389:785 

thioredoxin-1, 386:215 

thioredoxin-2, 386:215 

three-dimensional structure, 390:29 

three-finger toxins, 387:807 

thrombin, 390:243, 390:e1, 390:485 

thromboxane, 391:561 

thromboxane A,, 386:177, 389:763 

thylakoid, 388:159 

thylakoid membrane, 390:513 

thymidylate synthase (TS), 390:68 | 

thymocyte, 391:153 

thyroid hormone, 386:505 

thyroid-stimulating hormone (TSH), 388:803 

thyrotropin-releasing hormone-degrading 
ectoenzyme inhibitor, 389:569 

thyrotropin-releasing hormone (TRH), 
389:569 

thyrotropin-releasing hormone-degrading 
ectoenzyme (TRH-DE), 389:569 

tick saliva, 387:871 

tight junction, 387:553 

Tip-associated protein (TAP), 387:295 

tissue inhibitor of metalloproteinase (TIMP), 
386:15, 387:497 

TMPRSS2, 388:967 

TNFa-converting enzyme (TACE), 387:797 

Toll-like receptor 4 (TLR4), 387:355 

2-(p-toluidino)naphthalene-6-sulphonic acid 
(TNS), 385:37 

tonoplast, 389:695 

topoisomerase II, 390:419 

topology, 385:659, 390:137, 390:263 

tosylphenylalanylchloromethane (TPCK), 
386:549 

toxicity, 386:479 


toxicology, 392:153 
toxin, 386:237 

Trametes hirsuta, 385:745 
transactivation, 388:921 
transcript profiling, 388:281 


transcription, 385:795, 386:e1, 386:35, 387:257, 


388:325 
transcription factor, 386:63, 387:609, 387:737, 
388:913, 391:613, 392:1, 392:181 


transcription regulation, 385:613 

transcriptional activator, 388:843 

transcriptional activity, 391:623 

transcriptional co-activator with PDZ-binding 
motif (TAZ), 388:217 

transcriptional co-activator, 388:217 

transcriptional enhancer factor-1 (TEF-1), 
388:217 

transcriptional regulation, 385:433, 386:29, 
387:463, 387:367, 389:753, 389:831, 
392:241 

transcriptional repressor, 388:843 

transdifferentiation, 387:601 

transfection, 390:447 

transferrin, 390:273 

transferrin receptor, 388:143 

transferrin receptor | (TfR1), 392:383 

transforming growth factor-a (TGF-a@), 389:161 


transforming growth factor-8 (TGF-£), 386:461, 


386:e1, 386:29 


transforming growth factor-8 (TGF-8) receptor, 


390:199 

transgenic Drosophila, 386:145 

transgenic gene, 389:593 

transgenic mice, 385:189, 389:705 

transgenic mouse, 386:505, 388:605, 389:33: 

transglutaminase, 388:889 

transglycosylation, 391:269 

transient receptor potential, 387:211 

transient transfection, 388:959 

transition state, 389:365 

translation, 387:119 

translation factor, 385:695 

translation initiation, 392:511 

translation repression, 390:68 | 

translational control, 385:371 

translational regulation, 392:499 

translocase of the inner membrane, 
385:173 

translocation, 385:595, 388:731, 391:623 

translocon, 390:455 

transmembrane domain, 385:29, 390:465 

transmigration, 385:329 

transmissible spongiform encephalopathies, 
390:563 

transplantation, 391:541 

transport mechanism, 389:745 

transposable element, 389:647 

transthyretin, 388:615 

trans fatty acid, 390:719 

trans-Golgi network (TEN), 388:835 

trans-stilbene oxide, 390:633 

triacylglycerol, 389:913 

triacylglycerol hydrolase, 388:959 

tribbles 3, 386:113 

Trichinella spiralis, 390:68 1 

1,1, 1-trichloro-2,2-bis-(p-chloropheny|)ethane 
(DDT), 387:879 

3.4.5 tri-O-galloylquinic acid, 385:301 

triosephosphate isomerase barrel (TIM barrel), 
391:589 

triosephosphate isomerase, 3 

Triticum aestivum (wheat), 3 
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tropoelastin, 388:1 

troponin, 388:905 

troponin T, 386:145 

Trypanosoma cruzi, 387:519, 388:29, 392:467 

trypanosome, 391:425 

trypanothione, 391:425 

trypomastigote, 388:29 

Tl site, 385:745 

T2 site, 385:745 

TSGI01, 391:677 

tryptophan fluorescence, 391:589, 391:601 

tryptophan mutant, 385:37 

tuberculosis, 392:615 

tubulin, 389:549 

y-tubulin, 389:61 1 

tumour, 392:283 

tumour necrosis factor (TNF), 385:537, 387:797, 
389:83 : 

tumour necrosis factor a (TNFa), 386:445, 
390:317, 390:437, 391:399, 391:575, 
SIZ 

tumour suppressor, 391:503 

tunicamycin, 385:85, 388:115 

two-component system, 390:769 

two-dimensional electrophoresis, 389:785 

two-dimensional PAGE, 387:93 

Type II diabetes, 388:393 

type I] transmembrane serine protease (TTSP) 
388:967, 390:231 

type III inositol 1 ,4,5-trisphosphate receptor, 
392:493 

type IV collagen chain, 387:755 

type XII collagen, 385:38 1 

tyrosine catabolism, 386:305 

tyrosine kinase, 388:393 

tyrosine phosphorylation, 388:713 


tyrosine residue, 386:263 


ubiquilin, 391:513 

ubiquitin, 388:647, 391:153, 392:271 

ubiquitin interaciion motif (UIM), 389:629 

ubiquitination, 387:315, 392:601 

ubiquitin-like protein, 386:325 

ubiquitinylation (see ubiquitination) 

UDP-GIcNAc, 387:385, 392:685 

UDP glucuronosyltransferase isoform 1A 
(UGTIA1]), 392:685 

UDP-glucuronate, 391:409 

UDP-glucose dehydrogenase, 391:409 

UDP-N-acetylglucosamine, 389:173 

unconjugated sterol, 385:419 

uncoupling protein (UCP), 389:47 

uncoupling protein-3 (UCP3), 386:505 

undecapreny! pyrophosphate synthase, 386:169 

unfolded protein response (UPR), 391:135 

3'-untranslated region (3'-UTR), 392:475, 
387:419, 388:291, 387:763 

5’-untranslated region (5’-UTR), 387:463, 
387:119 

upstream of N-ras, 385:155 

upstream stimulatory factor | (USF1), 386:297 

uracil, 387:859 

uracil DNA glycosylase (UDG), 387:859 

urea, 388:255, 389:885 

urine, 391:343 

urofacial syndrome, 386:479 

urokinase plasminogen activator receptor- 
associated protein (uPARAP), 387:39 

urokinase-type plasminogen activator receptor 
(u-PAR), 390:311 

urokinase-type plasminogen activator (u-PA), 
390:311 

Uromyces fabae, 389:289 
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urotensin IT, 385:115 

urotensin II receptor, 385:115 
utrophin stabilization, 391:261 
utrophin up-regulation, 391:261 
UV irradiation, 385:371 


vacuole, 386:479 

valproate, 387:825 

Vanishin, 387:315 

vascular cell adhesion molecule-1 (VCAM-1), 
385:329 

vascular endothelial growth factor (VEGF), 
390:427 ; 

vascular endothelial growth inhibitor, 388:913 

vascular endothelium-dependent relaxation, 
390:199 

vascular smooth muscle, 388: 
389:82:1, 392:641 

vasopressin, 388:237, 

VE-cadherin, 385:329 

vector, 387: 1 


389:821 


veratryl alcohol, 386:387 

versican, 385:381 

vesicle-associated membrane protein (VAMP), 
391:659 

vesicle trafficking, 388:785 

vesicular trafficking, 391:699 

vesicular transport, 387:889 

vimentin, 388:773 

viral entry, 385:451 

virulence factor, 389:63 

viscosity, 392:555 

vision, 386:331 

vitamin A, 388:363 

vitamin D receptor, 388:509, 388:623, 390:325 
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vitamin K-dependent coagulation enzyme, 
390:157 

voltage-dependent anion channel (VDAC), 
386:73 

voltage-gated K* channel, 385:95 

von Willebrand factor A-like, 386:367 

von Willebrand factor (vWF), 389:863, 391:69 

Vpr, 387:333 


water stress, 388:151 

WciS, 389:63 

Wnt signalling, 390:493 
wound-repair assay, 389:215 


WW domain, 390:641 


xanthine oxidase, 388:501 

xanthine oxidoreductase, 388:501 

xanthophyll, 387:455 

xenobiotic, 388:623 

xenobiotic metabolism, 385:605 

xenobiotics, 388:299 

X-ray absorption spectroscopy, 385:145 
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